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Supplementary Figure S1 

 

CRC stable cell lines were constructed. (a) Expression of CPEB3 was detected by 

Western Blot in a panel of human colon cancer cell lines. (b) SW480 and HCT116 

cells were stably transfected with Ctrl and CPEB3. The expression of CPEB3 in 

CPEB3 stably overexpressed and control SW480 and HCT116 cells was detected 

using qRT-PCR and Western Blot; Error bars, SEM. (c) LoVo and RKO cells were 

stably transfected with shCtrl and shCPEB3. The expression of CPEB3 in CPEB3 

stably depleted and control LoVo and RKO cells was detected using qRT-PCR and 

Western Blot; Error bars, SEM. *, P < 0.05; **, P < 0.01; ***, P < 0.001; ****, P < 

0.0001. 

 

 

 

 

 

 



Supplementary Figure S2 

 

Cytokine expression profiles in TAM in modulation of CPEB3. (a) Relative gene 

expression of M1 marker (IL1β, TNF-a, IL23, IP10 and IL12) and M2 marker 

(IL1RA, IL6, IFN-γ, CCL2, IL4 and IL10) were detected using qRT-PCR in the 

THP-1 macrophages cocultured with HCT116 and HCT116- Ctrl/CPEB3; Error bars, 

SEM. (b) The above cytokines were detected using qRT-PCR in the THP-1 

macrophages cocultured with LoVo and LoVo-shCtrl/shCPEB3 cells; Error bars, SEM. 

*, P < 0.05; **, P < 0.01; ***, P < 0.001; ****, P < 0.0001. 

 

 

 

 

 



Supplementary Figure S3 

 

IL-6 is required for TAMs-induced EMT of CRC cells. (a) Cell Counting Kit-8 

was used to quantify the number of cells of SW480-Ctrl/CPEB3 or 

RKO-shCtrl/shCPEB3 with/without IL-6(20ng/ml); Error bars, SEM. (b) Colony 

formation assay was used to quantify the number of spheres of 

IL-6(20ng/ml)-supplemented SW480-CPEB3 cells and its control; Error bars, SEM. 

(c) Colony formation assay was used to quantify the number of spheres of 

IL-6(20ng/ml)-supplemented RKO-shCPEB3 cells and its control; Error bars, SEM. 

(d) The invasion of IL-6(20ng/ml)-supplemented SW480-CPEB3 and its control was 



measured by Transwell (magnification, ×200); Error bars, SEM. (e) The invasion of 

IL-6(20ng/ml)-supplemented RKO-shCPEB3 and its control was measured by 

Transwell (magnification, ×200); Error bars, SEM. *, P < 0.05; **, P < 0.01; ***, P < 

0.001; ****, P < 0.0001. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Supplementary Figure S4 

 

The average grey value analysis of protein. (a) The average grey value of JAK1, 

pJAK1, STAT3, pSTAT3 and CPEB3 in HCT116-Ctrl/CPEB3 cells was analyzed. 

The ratio of increased protein expression was analyzed (as indicated in Fig. 4a); 

Error bars, SEM. (b) The average grey value of JAK1, pJAK1, STAT3, pSTAT3 and 

CPEB3 in LoVo-shCtrl/shCPEB3 cells was analyzed. The ratio of increased protein 

expression was analyzed (as indicated in Fig. 4a); Error bars, SEM. *, P < 0.05; **, 

P < 0.01; ***, P < 0.001; ****, P < 0.0001. 

 

 



Supplementary Figure S5 

 

The average grey value analysis of protein. (a) The average grey value of IL-6ST, 

IL-6R, STAT3 and pSTAT3 in SW480-Ctrl/CPEB3 cells was analyzed. The ratio of 

increased protein expression was analyzed (as indicated in Fig. 4b); Error bars, SEM. 

(b) The average grey value of IL-6ST, IL-6R, STAT3 and pSTAT3 in 

HCT116-Ctrl/CPEB3 cells was analyzed. The ratio of increased protein expression 

was analyzed (as indicated in Fig. 4b); Error bars, SEM. *, P < 0.05; **, P < 0.01; 

***, P < 0.001; ****, P < 0.0001. 

 



Supplementary Figure S6 

 

The average grey value analysis of protein. (a) The average grey value of IL-6ST, 

IL-6R, STAT3 and pSTAT3 in LoVo-shCtrl/shCPEB3 cells was analyzed. The ratio 

of increased protein expression was analyzed (as indicated in Fig. 4c); Error bars, 

SEM. (b) The average grey value of IL-6ST, IL-6R, STAT3 and pSTAT3 in 

RKO-shCtrl/shCPEB3 cells was analyzed. The ratio of increased protein expression 

was analyzed (as indicated in Fig. 4c); Error bars, SEM. *, P < 0.05; **, P < 0.01; 

***, P < 0.001; ****, P < 0.0001. 

 



Supplementary Figure S7 

 

The mRNA analysis of IL-6ST and IL-6R. (a) The expression of IL-6R and IL-6ST 

was tested in the overexpressed CPEB3 SW480 and HCT116 cells using qRT-PCR; 

Error bars, SEM. (b) The expression of IL-6R and IL-6ST was tested in the 

knockdown CPEB3 LoVo and RKO cells using qRT-PCR; Error bars, SEM. 

 

 

 

 

 

 

 

 

 

 

 



Supplementary Figure S8 

 

The average grey value analysis of protein in tumor burdened nude mice. (a) The 

average grey value of JAK1, pJAK1, STAT3, pSTAT3 and CPEB3 was analyzed in a 

subcutaneous xenograft model of HCT116-CPEB3 transduced CRC cells in BALB/c 

nude mice tumor (as indicated in Fig. 6e); Error bars, SEM. (b) The average grey 

value of JAK1, pJAK1, STAT3, pSTAT3 and CPEB3 was analyzed in a subcutaneous 

xenograft model of LoVo-shCPEB3 transduced CRC cells in BALB/c nude mice 

tumor(as indicated in Fig. 6e); Error bars, SEM. *, P < 0.05; **, P < 0.01; ***, P < 

0.001; ****, P < 0.0001. 

 

 

 

 

 



Supplementary Table S1 

Upstream and downstream sequence of primers used for real time PCR.Supplementary 

table 1. The upstream and downstream sequence of primers in Real time PCR 

Primer 
Primer sequences 

Forward Reverse 
CPEB3 5-GCCCACCAATGAGTTTCGC-3 5-AGGAAGGCATTGTTAAGTGCCA-3 
IL-6ST 5-AACAGCATCCAGTGTCACCT-3 5-CCCCTCGTTCACAATGCAAC-3 
IL-6R 5-ACGCCTTGGACAGAATCCAG-3 5-GAATCTTGCACTGGGAGGCT-3 
IL-1β 5-CAGAAGTACCTGAGCTCGCC-3 5-AGATTCGTAGCTGGATGCCG-3 
TNFα 5-CACAGTGAAGTGCTGGCAAC-3 5-GATCAAAGCTGTAGGCCCCA-3 
IL-23 5-ACTTGTTGGGTGGCGTTAGA-3 5-TCCCATCTCTGGTCCCCATT-3 
IP10 5-AGCAGAGGAACCTCCAGTCT-3 5-ATGCAGGTACAGCGTACAGT-3 
IL-12 5-TTCCCATGCCTTCACCACTC-3 5-TAAACAGGCCTCCACTGTGC-3 
IL-1RA 5-CCCATGGCTTTAGGGGGATT-3 5-TTCAGCGGTACATGCTTGCT-3 
IL-6 5-TGCAATAACCACCCCTGAC-3 5-ATTTGCCGAAGAGCCCTCAG-3 
IFN-γ 5-ACTGTCGCCAGCAGCTAAAA-3 5-TATTGCAGGCAGGACAACCA-3 
CCL2 5-GATCTCAGTGCAGAGGCTCG-3 5-TCAGCACAGATCTCCTTGGC-3 
IL-4 5-GAACAGCCTCACAGAGCAGA-3 5-CTTTGTAGGCGAGTCGAGGT-3 
IL-10 5-TGCCAAGCCTTGTCTGAGAT-3 5-TCACATGCGCCTTGATGTCT-3 
GAPDH 5-GGAGTCCACTGGCGTCTTC-3 5-GGCATTGCTGATGATCTTGAGG-3 

 
 


